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Up: 3 compounds Up: 30 common genes
Signature Pathway EntrezGenelD Symbol Description *
Compound . Tnccar ,,S.if:::i o] seccara s Js:tg‘..::l . gﬁ:‘;ﬂ::n A g ABCCS :;:;Ei;dmg cassette, sub-family C (CFTR/MRP), m |~
acetaminophen 0.039 -0.001 0213 0.022 0.366 55011 APOBR apolipoprotein B receptor
allopurinol 0.024 0.003 0.300 -0.100 0.404 1145 CHRNE cholinergic receptor, nicotinic, epsilon (muscle)
labetalol 0.029 0.006 0.181 0.051 0.412 1311 COMP cartilage oligomeric matrix protein
1418 CRYGA crystallin, gamma A
83657 DYNLRB2 dynein, light chain, roadblock-type 2
2151 F2RL2 coagulation factor IT (thrombin) receptor-like 2
Leresn EA1aAL family with sequence similarity 19 (chemokine (C-C
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>>Back to menu

toxRank Result

Query Analysis Cluster || Network [ Download
Rank ¢ Compound Name ¢ Dose ¢ Doselevel # Time #| Score ¢#| Up 4 Down #| DILI Concern ¢
1 acetaminophen 1000 uM Middle 8 hr 1.000 0.266 -0.153 Most

2 nitrofurantoin 25 uM Middle 8 hr 0.988 0.227 | -0.187 Most

3 acetaminophen 5000 pM High 8 hr 0.936 0.265 -0.127 Most

4 carbamazepine 300 uM High 8 hr 0.920 0.253 -0.133 Most

5 chlorpropamide 150 UM Middle 8 hr 0.882 0.194 -0.176 Less

6 diclofenac 400 uM High 8 hr 0.879 0.197 -0.171 Most

7 methyltestosterone 20 uM High 8 hr 0.867 0.199 -0.164 Less

8 chlorpromazine 4 uM Middle 8 hr 0.862 0.189 -0.173 Less

9 phenacetin 120 pM Middle 8 hr 0.847 0.187 -0.168 -

10 propranolol 30 pa/kg Middle 8 hr 0.846 0.228 -0.127 Less

11 valproic acid 1000 uM Middle 8 hr 0.845 0.204 -0.150 Most

12 diclofenac 16 uM Low 8 hr 0.843 0.236 -0.117 Most

13 phenylbutazone 400 uM High 8 hr 0.839 0.189 -0.163 -—-

14 iproniazid 1200 pM High 8 hr 0.835 0.144 |-0.206 Most

15 tamoxifen 5uM Middle 8 hr 0.834 0.181 -0.168 Most
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UP tag Eammmmsery

Experiment: Human - in vitro >>Back to meny B =
uery: Ratio/LDH
toxRank Result u lgg et human_inviro_ratio_Aprobe.up.t |
= Down tag file: human_invitro_ratio_A.probe.down.txt (_Dugtst ) ~
i o Gt | Newore | GG
Ranke CompoundName ¢  Dose © Doseieveis Times  Scores | Upe Downs | DiLiconcems
1 valproic acid 200 yM Low 2hr 1.000 0102 | -0.147 Most
2 acetaminophen 200 uM Low 24 hr 0.965 0111 |-0.129 Most
3 lomoxicam 3um Middle 24 hr 0.838 0090 -0.118 —
4 ciprofloxacin 25 uM High 24 hr 0.783 0121 |-0074 Most
5 meloxicam 0 Hign s 0761 0120 0070 |Less
6 ‘mefenamic acid 30 pM Middle 8hr 0731 0126 |-0.056 Most
7 ibuprofen 150 uM High 24 hr 0716 0081 -0.097 Less
s dietnyl maleate 1500uM | High e 0695 0004 0079 |-
Rat 9 dsuffram 24 Mdde  |24nc 0693 0089 0083 | Most
in vivo 0 s copgmL  |Mdde 24 0684 0099 0071 |—
1" trimethadione 2000 uM Middle 8hr 0661 0.119 | -0.046 Most
12 chlorpheniramine 90 M High 24 hr 0640 0.096 |-0.063 No
13 nirofuranton Sum Low 2n 063 0069 0089 Most
14 amoderone 7um Hign 2n 0635 0099 0059 |most
15 transforming growth factor beta 1 50 ng/mL High 8hr 0632 0063 -0.095 -
16 ticlopidine 20 uM High 24 hr 0628 0064 |-0.093 Most
7 ethionine 400 M Low 24 hr 0627 0084 -0072 —
18 aiaiconol a4 Made s 0627 0067 0089 |-
19 teacycine 5um Made |8 0624 0041 0114 |Less
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