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A Influenza antibody B Folding simulations with Roserta
with long CDRH3 loop
CDRH3 C°5WT L €05 d1
Wild-type 5 B
(WT) 154+
E s
>° €7 2 4 6 810 2 4 6 8 10
g Sequence optimized for stability
3 Cco5 Wncated WT CO05 truncated d4
5 ey H
Redesign =
Remove CDRH3 loop 5 : H
Add disulfide bond /c 01 2 3 456 0123 456
4 Ca RMSD (A)
A CO05I1gG WT Co5 d1 CO05 truncated d4
CaRMSD: 1.7 A Ca RMSD: 2.4 A

H3 A/Hong Kong/1/1968 |
Stl‘uctu re Structure 28, 1114-1123, October 6, 2020
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nR: HER2 I B

scFv: Pertuzumab /| A
A. IR FIRHE B. scFvin{k+in /R FIHMAA gAb: Pertuzumab 3]

" GAD-AF647

R CD25
scFv: Daclizumab ¢ A
gAb: Daclizumab 8 B |

A4 FHRAEN scFv?"%b"lﬁ"é?z’J L fR: PD-1
WaETES A J:m{*;\'ﬁ%—c = 770N scFv: Nivolumab

gAb: Nivolumab

gAb-AF647 |
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Pertuzumabf$& R 7F KD

st RTF FOHEEN RFF KOS
4000
42 3000 PBS (Control) |—
g 2000 Pertuzumab —
e “"""""""m""mml Rank1 peptide [ }—
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TrANNNOOITTITNDOOOR R 0DBDDIDNOOO T = Rank2pept|deF_4
Clones

0 0.1 0.2 0.3
Inhibitory activity

R1 peptide 359 53.0 1.90
R2 peptide 252 9.14 2.30
Pertuzumab 0.735 65.1 0.0478
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